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- rely on homology information
via database searches
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- huge data sets Isis)
→ mosh reads is typical

per sample
→ often multiple samples
( timepoints

,
otherconditions)

- algorithms need to be efficient
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- for each read , collect best BLASTGit .
- simplistic , therefore classify up to

rank family (only if it's a
good hit)
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- add a reciprocal search
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↳ each config is a genome
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problems .

genome
-

- meta genomes are complex
- coverage may stillbe too low,
especially forlow - abundantguang

- genomes are not
'

pure
"

,
there may

be many variants of some species
Tricks i

Foinning of reads before assembly
hope : allreads in one bin-

belong to the same MAG.
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enhance biun ing by
single - cell sequencing
and read recruitment
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