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Exercise 1 (Singular DCJ-indel model) (10 pts)

Consider the following two singular circular genomes:

A = ( 1 a1 2̄ a2 3 a3 4̄ a4 ) and

B = ( 1 b1 2 b2 3 b3 4 b4 )

1. For each cycle C of the relational graph RG (A,B):

(a) Give the number of runs Λ(C );

(b) Give the run-type of C (ε, A, B or AB);

(c) Compute the minimum number of indels λ(C ) that are necessary for sorting C separately.

2. Compute the DCJ-indel distance did
dcj(A,B).

3. In the following three subtasks you need to find optimal sequences of DCJ and indel operations
sorting A into B. Please list all intermediate genomes of each sorting sequence and, at each step,
indicate the affected adjacencies and the corresponding applied operation (specifying for each indel
whether it is an insertion or a deletion and for each DCJ whether it is an inversion, circular excision
or circular integration):

(a) Give an optimal sequence of DCJ and indel operations sorting A into B, using only internal
gaining DCJs and indels. (The number of indels here is given by the sum of the indel-potentials
of the cycles in RG (A,B).)

(b) An internal neutral DCJ operation applied to a cycle C with at least 4 runs can decrease the
number of runs of C by -2, consequently decreasing the indel-potential of C by -1. Give another
optimal sequence of DCJ and indel operations sorting A into B, now maximizing the number
of neutral DCJs. (Such a sorting sequence has exactly two indels per cycle of RG (A,B) that
has at least 2 runs.)

(c) A losing DCJ operation applied to two cycles, merging two pairs of runs, can decrease the
overall indel-potential by -2. Give another optimal sequence of DCJ and indel operations
sorting A into B, now maximizing the number of losing and neutral DCJs. (Such a sorting
sequence has exactly two indels for the whole set of cycles of RG (A,B) that have at least 2
runs.)

Exercise 2 (DCJ distance of balanced genomes) (4 pts)

Sketch a polynomial reduction that proves the NP-hardness of computing the DCJ distance of two
balanced genomes.
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